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1 COMMDI #&Z 1O L 754~ —DhiE

DTHEZIFMUS LR EFIET 2 BHIEIZT 256
b, BEEBIET A 2OZTME, ERLEETE L
D Z MR L OBRZ, H16 TRKD RIED 780D 5 1
DHEMIEBIRTAGA LIS, HTITEIET
(AT, ERESEREE R OEZ TR AL, BE
BBIETH2OELESLZETHRANEZ 5, HHR
WISRE T 5 ERoNE 2 o &G, REHZBDH 5 1
REI-FT22D008IEZTHE IR L, B
R 2 BERAMEN < 5 0, Z OEERONGHHTERYIE
DERMURRERIET 5., IEH B85 TR EHAD
LHEES>ETE AL, NTuES CIEE LB nT»
—ODFEFET B HA TIE, BRI EIETOM X &4
W, BERE U THICHRE L IR G A RS
%, W, WDKK & & 5 B 585 OB K
, ZOEEEIEFN 2065 Z L3 THT,
% < OWA, WA R U Z8IE T2 FD, s
A U 1 PR B W s T % 2 DR ORI
WA M TH 2LGAICKREL B E, Xy b TIEMHE
#HER S 3 20 O BEORE A TR S, HiEEn
5 D FERE D ATREME DS BB IC 5 5

1 XOBEIGRODEGTFE

NFEY Yy FYTRTIE, SSFEICERL T
FERE T 2R e sBEMENT 25 B iE) 2R T
W3, ZOWKUTERERESIEEL, 2E L8R
THEIEFHEE HO R EREARE LD L RIET S, Z
DOEEWHIEA XOHI0FREGHK LIHEET S
COMMD1 (1% MURRI) BIZFISHEZ - 72282
[KI7Cd % (van De Sluis, et al, 2002) , COMMDI &z
TE3 20 F V) Uy EREK SN, 170kb IZ¥E D IA
Nb, FE L COMMDI BI{Z+ Tk, #BIZT DI
D2FHDOTF VU vV &EELH 39.7kb D DNA Wk A
W% H B REE KN BERPEE TS (Forman
OP, et al, 2005), [EH Z8Z T2 513188 D7 2

Y7L No.
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1F-1R

2F-2R

3F-3R

X2 PCREMOT Hiua—Zr VERKES& —
NEFY Y by -7 7 REICRHFEIZERD & h 5 8B
PEFRFIEREZ TIE, TFV v 24 8% 39.7bp DR
Z o 725 I8 COMMDI BIZ T2 K BERAMISHAET 5.
COMMDI BIE T DX BIE T OMAE DRI, 3DO0TF
4~v—+tvy Ik 3 PCREMOAEREIZ XD BEFHEHE
EFxhB (X1, IFEIROTFI4~v—ty M, Bk
WZ T ORI & Be s, PCRIEIZ K b IE#H & COMMDI
WBIZ 1A 513249 40kbp D PCR EEM R I X B 238, 72\
NAFRWEY, FEEIZEE O PCR &0 T3 HiE X huao,
LML, REDDDERBETH 51 40 kbp 2 5 KK HHIK
ZBrF L7 246bp O DNA Wi AR X 5, 2F & 2R D
T4 =3 L ITREEIFBEED L WEMISFEL, IE
WEIET 25 8 RKD D HERBEIZT 25 & 1H—0D 662bp
D DNA Wi g5, —F, 3FL3RDODT T4 v —
& BITREEMAATAEL, 1IEH A5 T 5 513 508 bp D
DNA W o#glg 2 i X h 2 5, RIEDTFHET 5 E 5ilE(n
T2 5 I3MIEX i, X2 1392882 PCR WA 7 /o —
2 VERKENEIZ K O G L2 OB ET, Y T,
3 EH BT LB LEIZTONT oAbk, 70
2t WELBIZ T O R EEEER, T4 IEEREIET
DAREBRAEKREHM XS, (bp: base pair, DNA DIk
B DHAT)
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TAoRRTFY V20— FT3EAMD M HOT
IBAERLS ZVISVENEAIND, OB
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WP ERMT 52EE L 505 (de Bie P. et al,
2005) .
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OB TERERAET S Z L TisliBnaREE 5 5,
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COMMDI1 BIEZFDTF Y vV 2 % &4 39.7kb DRIk
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EHZBEFS, M <FARIUL, ks e
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P, et al, 2005), L2 L, Z0Dk5 XM THAEST
DBIETERIREDZ =7y M E LKWV, Xy
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W5, MEEHOMTEEE 2L, 7 OBHIZERE T
E 5, BUTOXy b OBIZT Wk U T HRED M
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LFEREFICRE 2> T2 22 RNIMETH
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IZBRLDDH 57, BpSTIZZ ZISBEETFRED
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1996 412 Benjamin 512K 0 & b OMAZIZBE S 5 7
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5= NIV ERTWNLEZHEERTH S F -3 V2R
f& D4 (dopamine receptor D4: DRD4) #2— F4 3
HEETISE, ZOHE3TFY YNIZT I V#1645
(48 35 ) ZHEDIRLUHA & T 5 RERSAH D, Z
DEFDOHED R LUEIZEIMHAEZIGED SN 5,
Benjamin 5 (& DRD4 Ol AZE & V% & DB fR % Mk
LT, #OBULERZONIZE [HrathiRk] ofdm
NV TH S Z EEHS2IZL 2, ERDBIRY:
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EOBEMSIMET I TnWd, Vy—vY - v x/8—
FRYARY T V- NAF =T THEN & DRD4
D % B L O B 3 (Hejjas et al, 2007, Wan et al,
2013), SERIZHT BN L 27 THRAED 7L 4
IV T VAR —4F — (solute carrier family 1,
member 2: SLC1A2) D £ & DB (Takeuchi et
al, 2009), 7, 777 F—) - L bYN=IlFI
LZWEHVEE F =3 VOABKIZED DR (catecol
O-methyltransferase: COMT) & % i3 SLC1A2 D
2T L OB (Takeuchi et al, 2009) 7 & 235 &
NT5, 4 XOMREBEMEL R 5585 T 5
KO Z DR 2 Vo3 B ORBIR % B § % s Eil 5 B
BAHZRE LW, 4 XOMWRLEETEDOHE
13, B4 AR AEHS 4 X OFEK, GO 72800 HEE
W7 — 2%k 58D L5,

BBhIZ

K7z B OMHEDT - 728K EIZ PR FERIE, 1D
ORI kA aRBM A AT a0 = v 7=~
NAEEH U7, TV F v 7 =< L3RR 2 6 O
IZZEBR - LRI E LSRR AR T 5T, B b
OPE L LT a2 cx 3 Mk e, b DS
DOHTHS NEMHZRDHRT 652X A % 8(5T
MK AR L T B &E 2 6h, BIzFOMEIZEH
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O E M 5 72 OV AN & 0 k4 753815
WA ZAD Z LIl k5720, —/ Tk F OFEROT
TLEYE UTIERBRICHEBAL T b, %< OEEH
&, HEREEEIROW DR &, KL T O 3
ATNWDE, BOVEH 2B TEM S - 2Rk miER N
WEBY ) LADNAR, bk avi=ryT7=<L
DITHRICE S B 2t 2 AR RIR X ¥ 5720 D5
EAERERE L0 sh 5,
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Genetic resources in the breeds of companion animals
TsucHipA Shuichi
Nippon Veterinary and Life Science University

Abstract: The dog, a representative of companion animals, has developed into numerous dog breeds with high diversity in
skeletal size, coat hair color and length or behavioral characteristic. The explosion of dog breeds with striking characteristics
has made over the past two centuries by human strictly controlled breeding. The purebred dogs seem to have a set of genome
for representing the peculiar phenotype and regard as genetic resources. Inbreeding with purebred animals for creating and
maintaining the breeds induced the inherited diseases in specific breeds. Analysis of mutations in molecular basis related the
inherited diseases makes it possible to prevent the onset of diseases and remove the mutations by planed breeding. These breeds
in companion animals provide us not only valuable genetic resources but also animal models for the inherited diseases in human.
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